BERXREYIH A /Beyotime Biotechnology
JTER 4% 400-16833013%800-8283301
1] £Ze-mail: order@beyotime.com
R ARE18: info@beyotime.com
WI3E: http://www.beyotime.com

a- 2% K

“s Y Beyotime

MAF Knockout HEK?293T Cells

ek FE im 2 R .5
L00318 MAF Knockout HEK293T Cells 132/
PR
» MAF Knockout HEK293T Cells (MAFZE [l i FrHEK 293 T4 g 2 i i [l By 321k Cas9.  H 15 F sgRNAFpuromycindi 14 3 [,

FESHL T H 13 [FICRISPRE R FTHEK 293 T D - AN4H A+ B 3 I8 1 ik B 4808 TTEIVE O I0IE « ANGH B & 2 P4,
] FZ B R R A TR 70, tn] DU FZE BRI R T AR i B8AIE o

> ZAHEK293T Cells AT [F]l} 65 Cas9. puromycindfi 3 KA1 H 3 K sgRNA [ 1855 35 B YL HEK 293 T4 i - 4 3 puromycin i
IR BRI 2 SO EEHEK 203 TAINL . ] 45 A 40 i FA0AH I A8 55 75 (1 2 R e 21 ) o< B JR1 15 BB 2 5 1.
U6 sgRNA EFS  SpCas9 Flag P2APuro
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GFP Knockout HEK293T Cells (L00022).
> R RIFIN PR AT CRISPR/Cas9H: AR IMAF % [ bk 1) )5 KZ(L00316 pLenti-MAF-sgRNA). 295 #(L00317 MAF Knockout
Lentivirus)« HEK293T4H/8(L00318 MAF Knockout HEK293T Cells). HEK293 T 4 4 g (Y RIPA Z2#3(L00319 MAF Knockout
HEK293T RIPA Lysate). HEK293Tii x4l /i 1 Trizol 24 f##7 (L00320 MAF Knockout HEK293T Trizol Lysate) 557/~ i, HAkiE
A5 25 R P i ) B A 7 i I DR e A 7
> MAFERHFEAE BT
Species Gene Symbol Gene ID GenBank Accession Transcript
Human MAF 4094 BC038438 NM_001031804.3
About the gene
Official Symbol MAF
Previous Symbol -
Official Full Name | MAF bZIP transcription factor
Synonyms CCA4; AYGRP; c-MAF; CTRCT21
Location 16q23.2
Gene Type protein-coding gene
Uniprot ID 075444.2
Pathway/Library cAMP & Ca Signaling Pathway Related Genes Library
The protein encoded by this gene is a DNA-binding, leucine zipper-containing transcription factor that
acts as a homodimer or as a heterodimer. Depending on the binding site and binding partner, the encoded
protein can be a transcriptional activator or repressor. This protein plays a role in the regulation of several
Gene Summary cellular processes, including embryonic lens fiber cell development, increased T-cell susceptibility to
apoptosis, and chondrocyte terminal differentiation. Defects in this gene are a cause of juvenile-onset
pulverulent cataract as well as congenital cerulean cataract 4 (CCA4). Two transcript variants encoding
different isoforms have been found for this gene.
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UOMGBE . an SRR (2 F RIS S B O B R AN, T DL E B R R B R SR I R R B R . ARG IR OE
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AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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X2 4, P LAUEIE T7 Endonuclease I (T7TEDIZFAT S, RIH&HLAH M 1) 3L K 4HDNA,  7EsgRNAJFFI Ul & it 514
HEATPCRY 18, SR 5 HEATTTEIRG VI AT 3K o0 M7, EARIE S35 38 25 R I 2[R 41 G 5 5 7 46 771 S1(D0508) BT 7 Endonuclease
I (CRISPREE 2[RI AR 4 58 ) (D7080); o] LU H M R M HTA st AT Arill . 3. BT CRISPRE: PR m b il 2 3%
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b, X TERTCEANNG, FEPCRY 1Y H sgRNAKE [ (5 PR v BOG #EAT 8 M A 1) 77 QAT S0 AE, RIS ] DUASE FH AR B A T
PRTEATRI AR 77 it 0 AT DB A ik — 25 05 30 PP o o 4 AR P 3 47 268 81 s 4 110) 25 5 DA RS SR (R AR W 7 D RE A 9
X~ m:
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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